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Table 1: Newly recognized “Serotypes”
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Figure 2: HLA-A molecule: Residue 17 #DEP 77 in DR Antigen was also confirmed by DRB1*07:01 vs. DRB1*07:04
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HLA Antigens were recently updated by the WHO Nomenclature Committee for Factors of the HLA System; 54 HLA-A, 89 -B, 30 -C, 48 -DRB Associated Antigens, and -DQA1,
-DPA1 and -DPB1 Antigens are officially included. The “Serology 2026” project was initiated to further confirm and update Residue Determining Epitopes (DEPs) and the HLA
Antigen definitions. New single antigen bead (SAB) panels with expanded antigen coverage were manufactured by the vendors and distributed to project participants. The
antibody screening results were collected from >3500 sera in the 19 IHIW database system. Pairwise comparisons and linear regression analyses were performed using
normalized MFI| values between 2 SABs.

Conclusion: Implementation of the updated HLA WHO Serological Nomenclature 2026 system

1. should dramatically improve the accuracy of VXM and at the same time would optimize deceased donor organ allocation and placement processes for solid organ
transplantation

2. should facilitate identifying anti-HLA antibody compatible unrelated donors avoiding incompatible donors at the time of the donor searches for bone marrow
transplantation

3. Novel serotypes identified through the 19th IHIW will further improve these applications



	Slide Number 1

