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Multiple sclerosis (MS) is a chronic autoimmune demyelinating disease DRB1*15 and DRB1*04 were significantly associated with increased susceptibility to MS. DRB1*15~DQB1*06, DRB1*04~DQB1*03(8), DRB1*07~DQB1*03(9), and
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' ' a This study confirms the strong influence of HLA class Il variation on MS susceptibility
in the Eastern Saudi Arabian population, with both classical (DRB1*15~DQB1*06)
and population-specific risk and protective haplotypes.
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HOW TO READ THE RESULTS
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